PD-nonMCI (n=26)
Left: schematic representation of the component consisting of 235 edges considered significantly different between groups (p<.05, family-wise error corrected). Brain nodes are scaled according to the number of edges in the significant component to which they are connected. Nodes with more altered connections than predicted by chance (compared with randomly reshuffling the 235 altered connections across the brain network 10,000 times; p<.05, with false-discovery rate control) are colored in red. Right: Labels of the nodes overrepresented in the altered component are shown, along with the number of altered edges connected to them. Brain plots were created with Surf Ice (https://www.nitrc.org/projects/surfice/). See also Supplementary 
